
 

 

DAFTAR PUSTAKA 

Amandita, F. Y., K. Rembold, B. Vornam, S. Rahayu, I. Z. Siregar, H. Kreft and R. 

Finkeldey.  2019.  DNA barcoding of flowering plants in Sumatra, Indonesia. 

Ecology and evolution.  1-11. 

Antonovics, J. 1968. Evolution in closely adjacent plant populations VI. Manifold 

effects of gene flow. Heredity 23 : 508–524. 

Backer C. A. and Bakhuizen van den Brink RC. 1963. Flora of Java Volume I. N V 

P Noordhoff  Groningen.  The Netherlands: The Auspices of the 

Ruksherbarium Leyden. 

Badan Informasi Geospasial (BIG). 2014. Peta kita.  https://petakita.big.go.id. 23 

Agustus 2019. 

Baldwin, B. G. 1992. Phylogenetic utility of the internal transcribed spacers of 

nuclear ribosomal DNA in plants: an example from the Compositae. 

Molecular Phylogenetics and Evolution 1 : 3-16. 

Baldwin, B. G., M. J. Sanderson, J. M. Porter, M. F. Wojciechowski, C. S. 

Campbell, and M. J. Donoghue. 1995. The ITS region of nuclear ribosomal 

DNA: a valuable source of evidence on angiosperm phylogeny. Annals of the 

Missouri Botantical Garden 82 : 247-277. 

Brown, M. 1997. Durio bibliography review: IPGRI. APO (Regional Officer for 

Asia, The Pasific, and Oceania). 

Brunsfeld, S. J., P. S. Soltis, D. E. Soltis, P. A. Gadek, C. J. Quinn, D. D. Strenge, 

and T. A. Ranker. 1994. Phylogenetic relationships among the genera of 

Taxodiaceae and Cupressaceae: evidence from rbcL sequences. Systematic 

Botany 19 : 253-262. 

Buckler, E. S., and T. P. Holtsford. 1996a. Zea systematics: ribosomal ITS 

evidence. Molecular Biology and Evolution 13 : 612-622. 

Buckler, E. S., and T. P. Holtsford. 1996b. Zea ribosomal repeat evolution and 

substitution patterns. Molecular Biology and Evolution 13 : 623-632. 

Buckler, E. S., IV, A. Ippolito, and T. P. Holtsford. 1997. Evolution of plant 

ribosomal DNA: pseudogenes, recombination, and phylogenetic 

implications. Genetics, 145 : 821-832. 

Bulmer, M. (1991). The selection-mutation-drift theory of synonymous codon 

usage. Genetics 129 : 897–907. 

https://petakita.big.go.id/


 

 

Burland, T.G. 2000. DNASTAR’s Lasergence Sequence Analysis Software. 

Methods Mol Biol. 132 : 71-91. 

Campbell, B. C., J. D. Steffen-Campbell, and 1. H. Werren. 1993. Phylogeny of 

Nasonia species complex (Hymenoptera: Pteromalidae) inferred from an 

internal transcribed spacer (ITS2) and 28S rDNA sequences. Insect 

Molecular Biology 2 : 225-237. 

Chase, M. W. and H. H Hills. 1991. Silica gel: an ideal material for field 

preservation of leaf samples for DNA Studies. Taxon 40 : 215–220 

Chase, M. W., D. E. Soltis, R. G. Olmstead, D. Morgan, D. H. Les, B. D. Mishler, 

M. R. Duvall, R. A. Price, H. G. Hills, Y.-L. Qiu, K. A. Kron, J. H. Rettig, E. 

Conti, J. D. Palmer, J. R. Manhart, K. J. Sytsma, H. J. Michaels, W. J. Kress, 

K. G. Karol, W. D. Clark, M. Hedren, B. S. Gaut, R. K. Jansen, K.-J. Kim, C. 

F. Wimpee, J. F. Smith, G. R. Fumier, S. H. Strauss, Q.-Y. Xiang, G. M. 

Plunkett, P. S. Soltis, S. M. Swensen, S. E. Williams, P. A. Gadek, C. J. 

Quinn, L. E. Eguiarte, E. Golenberg, G. H. Learn, Jr., S. W. Graham, S. C. H. 

Barrett, S. Dayanandan, and V. A. Albert. 1993. Phylogenetics of seed plants: 

an analysis of nucleotide sequences from the plastid gene rbcL. Annals of the 

Missouri Botanical Garden 80 : 528-580. 

Chen, S., Yao, H., Han, J., Liu, C., Song, J., Shi, L., Zhu, Y., Ma, X., Gao, T., Pang, 

X., Luo, K., Li, Y., Li, X., Jia, X., Lin, Y. and Leon, C. 2010.Validation of 

The ITS2 Region as A Novel DNA Barcode For Identifying Medicinal Plant 

Species. PLoS One 5: e8613. 

Cheon, S., S. Jo, H. Kim, Y. Kim, J. Sohn & K. Kim.  2017.  The complete plastome 

sequence of Durian, Durio zibethinus L. (Malvaceae), Mitochondrial DNA 

Part B, 2  (2) : 763-764. 

Clegg, M. T. 1993. Chloroplast gene sequences and the study of plant evolution. 

Procedings of the National Academy of Sciences U.S.A. 90 : 363-367. 

Coleman, A. W., A. Suarez, and L. J. Goff. 1994. Molecular delineation of species 

and syngens in volvocacean green algae (Chlorophyta). Journal of Molecular 

Evolution 30 : 80-90. 

Database Varietas Terdaftar Holtikultura Direktorat Perbenihan Hortikultura 

Kementerian Pertanian Republik Indonesia. 2012. 

http://varitas.net/dbvarietas. 17 September 2020.  

Dean, G. H., R. Asmarayani, M. Ardiyani, Y. Santika, T. Triono, S. Mathews, and 

C. O. Webb. 2018.  Generating DNA sequence data with limited resources or 

molecular biology: Lessons from a barcoding project in Indonesia. 

Applications in Plant Sciences 6 (7) : 1-12. 

http://varitas.net/dbvarietas


 

 

Dennison M. D, and  A. J. Baker. 1991. Morphometric variability in Continental 

and Atlantic Island Populations of Chaffinches (Fringilla coelebs). Evolution 

45 : 29–39. 

Dogley, F. F.,  C. J. Kettle, P.  J. Edwards, J. Ghazoul, K. Ma¨a¨tta¨nen and C. N. 

Kaiser-Bunbury. 2010. Morphological and genetic differentiation in 

populations of the dispersal-limited coco de mer (Lodoicea maldivica): 

implications for management and conservation. Diversity and Distributions : 

1–9 

Dong, W., Liu, J., Yu, J., Wang, L., and Zhou, S. 2015. Highly Variable Chloroplast 

Markers for Evaluating Plant Phylogeny at Low Taxonomy Levels and for 

DNA Barcoding. Plos One. 7: e35071. 

Dong, W., Liu, J., Yu, J., Wang, L., and Zhou, S. 2015. Highly Variable 

Chloroplast Markers for Evaluating Plant Phylogeny at Low Taxonomy 

Levels and for DNA Barcoding. Plos One. 7: e35071. 

Doyle, J. J. and J. L. Doyle. 1987. A rapid DNA isolation procedure for small 

quantities of fresh leaf tissue. Phytochem. Bull, 19 : 11-15. 

Duret, L., M. Semon, G. Piganeau, D. Mouchiroud, and N. Galtier. 2002. Vanishing 

GC-rich isochores in mammalian genomes. Genetics 162 : 1837–1847. 

Eckert C. G, D. Manicacci, and S. C. H. Barrett.1996. Genetic drift and founder 

effect in native versus introduced populations of an invading plant, Lythrum 

salicaria (Lythraceae). Evolution 50 : 1512–1519. 

Eyre-Walker, A., and  L. D. Hurst. 2001. The evolution of isochores. Nat. Rev. 

Genet  2 : 549–555. 

Fazekas, A. J., M. L. Kuzmina, S. G. Newmaster and P. M. Hollingswort. 2012. 

DNA Barcoding methods for land plants. Springer Science+Business Media. 

858 : 223−252. 

Fibriana, F. and L. N. Hadiyanti. 2016. Phylogenetic Relationships of Local Durian 

Species based on  Morphological Characteristics and PCR-RFLP Analysis of 

the  Ribosomal Internal Transcribed Spacer (ITS) DNA.  Biosaintifika 8 (3) : 

361-369 

Freshwater, D. W., S. Fredericq, B. S. Butler, M. H. Hommersand, and M. W. 

Chase. 1994. A gene phylogeny of the red algae (Rhodophyta) based on 

plastic rbeL. Proceedings of the National Academy of Sciences U.S.A. 

91:7281-7285. 

Fritz, G. N., J. Conn, A. Cockburn, and Seawright. 1994. Sequence analysis of the 

ribosomal internal transcribed spacer 2 from populations of Anopheles 



 

 

nuneztovari (Diptera: Culidae). Molecular Biology and Evolution 11 : 406-

416. 

Gadek, P. A., E. S. Fernando, C. J. Quinn, S. B. Hoot, T. M. Terrazas, C. Sheahan, 

and M. W. Chase. 1996. Sapindales: molecular delimitation and infraordinal 

groups. American Journal of Botany 83 : 802-811. 

Gillespie, R. G. And D. A. Clague. 2009. Encyclopedia of Island. University of 

California Press.  USA 

Golenberg, E. M., D. E. Giannasi, M. T. Clegg, C. J. Smiley, M. Durbin, D. 

Hendersen, and G. Zurawski. 1990. Chloroplast DNA sequence from a 

Miocene Magnolia species. Nature 344 : 656-658. 

Hall, T. A. 1990. BioEdit: A User-Friendly Biological Sequence Alingment Aditor 

an Analysis Program for Windows 95/98/NT. Nucleic Acid Symposium 

Series. 41 : 95-98. 

Handayani, F., R. A. Wulandari and R. H. Murti. 2016. Genomic DNA Extraction 

Method From Mature Leaf of Lai (Durio kutejensis Becc.). AGRIVITA 38 (1) 

: 73–78 

Heckenhauer, J., K. A. Salim, M. W. Chase, K. G. Dexterr, R. T. Pennington, S. 

Tan, M. E. Kaye, and R. Samuel.  2017. Plant DNA barcodes and assessment 

of phylogenetic community structure of a tropical mixed dipterocarp forest in 

Brunei Darussalam (Borneo). Plos one : 1-24. 

Hershkovitz, M. A., and L. A. Lewis. 1996. Deep level diagnostic value of the 

rDNA-ITS region: the case of an algal interloper. Molecular Biology and 

Evolution 13:1276-1295. 

Hidayat, T. & A. Pancoro. 2008. Kajian Filogenetik Molekuler dan Peranannya 

dalam Menyediakan Informasi Dasar untuk Meningkatkan Kualitas Sumber 

Genetik Anggrek. Jurnal AgroBiogen  4 : 35-40. 

Ihsan, F., N. L. P. Indriyani dan P. J. Santoso. 2019.Pembentukan Blok Duplikat 

Pohon Induk Tunggal Durian Di Balitbu Tropika. Seminar nasional 

Pertanian. Universitas Mahaputra Muhammad Yamin : 232-237.  

Indra, G., Nurainas, Chairul and Mansyurdin. 2017.  Species Diversity and 

Community Structure of Fruit Trees in Pumonean at Siberut, Mentawai 

Islands, Indonesia. Int. J. Curr. Res. Biosci. Plant Biol  4(11) : 29-37 

Jorgensen, R.A., R. E. Cuellar, W. F. Thomson, and T. A. Kavanagh. 1987. 

Structure and Variation in Ribosomal RNA Genes of Pea. Plant Molecular 

Biology. 8 : 3-12. 



 

 

Kementerian Pertanian. 2015. Sistem informasi database varietas tanaman: 

komoditas durian. [Internet]. Waktu pembaharuan [diunduh 30 Agustus 

2017]; Tersedia pada: 

http://ppvt.setjen.pertanian.go.id/varietas/tamu/utama.asp. 

Kimura, M. And J. Crow. 1964. The number of alleles that can be maintained in a 

finite population. Genetics 49 : 725. 

Kostermans, A. J. G. H. 1958. The genus Durio Adans. (Bombac.). Reinwardtia 4 

(3) : 47–153. 

Kremer A., O. Ronce, J. J. Robledo-Arnuncio. 2012. Long-distance gene flow and 

adaptation of forest trees to rapid climate change. Ecology Letters 15 : 378–

392. 

Kress, W.J.,  K. J. Wurdack, E. A Zimmer, L. A Weigt, and D. H. Janzen. 2005. 

Use of DNA Barcodes to Identify Flowering Plants. Proceedings of the 

NationalAcademy of Sciences US. 102 : 8369–8374. 

Larkin, M. A., G. Blackshields, N. P. Brown, R. Chenna, P. A. McGettigan, H. 

McWilliam, F. Valentin, I. M Wallace, A. Wilm, R.  Lopez, J. D. Thompson, 

T. J. Gibson, and D. G. Higgins. 2007. Clustal W and Clustal X version 2.0. 

Bioinformatics 23 : 2947-2948. 

Meier, R., G. Zhang, and F. Ali. 2008. The use ofmeaninstead of smallest 

interspecific distances exaggerates the size of the “Barcoding Gap” and leads 

to misidentification. Systematic Biology 57 : 809–813. 

Menlove K. J, M. Clement, and K.  A. Crandall. Similarity Searching Using 

BLAST. in Pasoda, D. 2009. Bioinformatics for DNA Sequence Analysis. 

Humana Press. New York.  

Meyer, C.P. and G. Paulay. 2005. DNA barcoding: error rates based on 

comprehensive sampling. PLoS Biology 3 : 2229–2238. 

Muellner, A. N., R. Samuel, M. W. Chase, C.  M. Pannell, and H. Greger.  2005.  

Aglaia (Meliaceae): An Evaluation of Taxonomic Concepts Based on DNA 

Data And Secondary Metabolites. American Journal of Botany 92 (3) : 534–

543 

Navia, Z. I. and T. Chikmawati. 2015. Durio tanjungpurensis (Malvaceae), a new 

species and its one new variety from West Kalimantan, Indonesia. 

Bangladesh J Bot 44 (3) : 429–436. 

Nazar, Y.E. 2018. Deteksi Resistensi Aedes aegypti (Diptera: Culicidae) Terhadap 

Temefos (Organofosfat) di Tanjung Bingkuang, Kabupaten Solok, 

Sumatera Barat. [TESIS]. Pascasarjana Biologi Unand. Padang. 



 

 

Nyffeler, R. and D. A. Baum. 2000. Phylogenetic relationships of the durians 

(Bombacaceae-Durioneae or /Malvaceae/Helicteroideae/Durioneae) based 

on chloroplast and nuclear ribosomal DNA sequences. Plant Syst. Evol. 224 

: 55-82. 

Olmstead, R. G., H. J. Michaels, K. M. Scott, and J. D. Palmer. 1992. Monophyly 

of the Asteridae and identification of their major lineages inferred from DNA 

sequences of rbeL. Annals of the Missouri Botanical Garden 79 : 249-265. 

Orsini, L., J. Vanoverbeke, I. Swillen, J. Mergeay, L. De Meester. 2013. Drivers of 

population genetic differentiation in the wild: isolation by dispersal 

limitation, isolation by adaptation and isolation by colonization. Molecular 

Ecology 22 : 5983–5999. 

Palmer, D. 1985. Evolution of chloroplast and mitochondrial DNA in plants and 

algae. In Molecular Evolutionary Genetics, ed. R. J. MacIntyre, 131-240. 

Plenum Press, New York. 

Petit R. J., I.  J. L. Aguinagalde, and D. E. Beaulieu. 2003. Glacial refugia: hotspots 

but not melting pots of genetic diversity. Science 300 : 1563–1565. 

Prayitno, E and E. Nuryandani. 2011. Optimazation of DNA Extraction of Physic 

Nut (Jatropa curcas) by Selecting The Appropriate Leaf. Bioscience. 3: 1-6 

Purty R. S. and S. Chatterjee. 2016. DNA Barcoding: An Effective Technique in 

Molecular Taxonomy. Austin J Biotechnol Bioeng  3(1): 1059. 

Purwanto Y, Walujo EB, Wahyudi A. 2011. Keanekaragaman jenis hasil hutan 

bukan kayu: Kawasan Lindung PT Wirakarya Sakti, Provinsi Jambi. 

Bogor: Puslit Biologi LIPI. 

Qin, Y., L. Meihui, C. Yong, G. Ya. And Z. Wei. 2017. Molecular thresholds of 

ITS2 and their implications for molecular evolution and species identification 

in seed plants. Springer-Nature 7 : 1-7. 

Rozas, J., J.C. Sanchez-DelBarrio, X. Messeguer, and R. Rozas. 2003. DnaSP, 

DNA Polymorphism analyses by the coalescent and other methods. 

Bioinformatics 19 : 1451-1452. 

Saitou, N. and M. Mei. 1987. The Neighbor-Joining Method: A New Method for 

Constructing Phylogenetic Trees. Mol. Biol. Evol. 4 : 406 – 425. 

Saitou, N. And M. Nei. 1987. The Neighbor-Joining Method: A New Method for 

Constructing Phylogenetic Trees. Mol. Bio. Evol. 4 : 406-425. 

Saitou, N. and T. Imanishi. 1989. Relative Efficiencies of the Fitch-Margoliash, 

Maximum-Parsimony, Maximum-Likehood, Minimum Evolution amd 



 

 

Neighbor-Joining Methods of Phylogenetic Ttree Construction in Obtaining 

the Correct Tree. Mol. Biol. Evol 6 (5) : 514– 525. 

Salma, I. 2011. Durio of Malaysia. Serdang, Kuala Lumpur: Malaysian Agricultural 

Research and Development Institute (MARDI) 55: 129-135. 

Sang, T., D.  Crawford, and T. F. Stuessy. 1995. Documentation of reticulate 

evolution in peonies (Paeonia) using internal transcribed spacer sequences of 

nuclear ribosomal DNA: Implications for biogeography and concerted 

evolution. Proceedings of the National Academy of Sciences U.S.A. 92 : 

6813-6817. 

Sastrapradja S. 1979. Buah-buahan: Proyek sumber daya ekonomi. Bogor: LBN. 

Savolainen O, and T. Pyhajarvi. 2007. Genomic diversity in forest trees. Current 

Opinion in Plant Biology 10: 162–167. 

Shearman, J. R., C. Sonthirod, C. Naktang, D. angsrakru, T. Yoocha, R. 

Chatbanyong, S. Vorakuldumrongchai, O. Chusri, S. Tangphatsornruang & 

W. Pootakham. 2020. Assembly of the durian chloroplast genome using long 

PacBio reads. Sci Rep 10 : 15980 

Sinurat, R. S. R. 2016. Analisis dna barcode potensial durian (Durio spp.) Dan 

langsat (Lansium spp.) Pada lahan Agroforestri di berau, kalimantan timur. 

[skripsi] departemen silvikultur Fakultas kehutanan Institut pertanian bogor. 

Bogor 

Soegeng-Reksodihardjo, W. 1965. A new species of Durio from Burma. 

Reindwartia. 7 (2) : 215–217. 

Soltis, D. E., and R. K. Kuzoff. 1995. Discordance between molecular and 

chloroplast phylogenies in the Heuchera group (Saxifragaceae). Evolution 49 

: 727-742. 

Soltis, P. S., D. E.  Soltis and  M. W. Chase. 1999. Angiosperm phylogeny inferred 

from multiple genes as a tool for comparative biology. Nature 402 : 402-403    

Soltis, P. S., D. E. Soltis, and C. J. Smiley. 1992. An rbcL sequence from a Miocene 

Taxodium (bald cypress). Proceedings of the National Academy of Sciences 

U.S.A. 89 : 449-451. 

Sumantadinata, K. 1980. Comparison of electrophoretic alelle frequences and 

genetic variability of common carp stocks from Indonesia and Japan. 

Aquaculture  88 : 263-271. 

Syamsuardi, Jamsari and D. Pohan. 2008. Genetic Variation within Population and 

Gene Flow between Populations of Morus macroura Miq. var. macroura in  

javascript:;
javascript:;
javascript:;
javascript:;
javascript:;
javascript:;
javascript:;
javascript:;
javascript:;
javascript:;
javascript:;


 

 

West Sumatra. Presented paper in The Sixth Regional IMT-GT Uninet 

Conference. Penang. 

Tamura, K., Stecher, G., Peterson, D., Filipski, A., and Kumar, S. 2013. MEGA 

Molecular Evolutionary Genetics Analysis Version 6.0. Molecular Biology 

an Evolution. 30 : 2725-2729. 

Uji, T. 2005. Keanekaragaman Jenis dan Sumber Plasma Nutfah Durio (Durio spp.) 

di Indonesia. Buletin Plasma Nutfah 11 (1) : 28-33. 

Valente, P., F. C. Gouveia, G. A. Lemos, D. Pimentel, J. D. Elsas, L. C. M. Hagler 

and A. N. Hagler. 1996. PCR amplification of the rDNA internal transcribed 

spacer region for differentiation of Saccharomyces cultures. FEMS 

Microbiology Letters 137 :  253−256. 

Vilgalys. R.. and B. L. Sun. 1994. Ancient and recent patterns of geographic 

speciation in the oyster mushroom Pleurotus revealed by phylogenetic 

analysis of riboso mal DNA sequences. Proceedings of the National Academy 

of Sciences U.S.A. 91:4599-4603. Vogler, A. P., and R DeSalle. 1994. 

Evolution and phylogenetic information content of the ITS-I region in the 

tiger beetle Cicindela dorsalis. Molecular Biology and Evolution 11: 393 405. 

Williams, S. E, V. A. Albert, and M. W. Chase. 1994. Relationships of Droseraceae: 

a cladisitic analysis of rbeL sequence and morphological data. American 

Journal of Botany 81 : 1027-1037. 

Wolf, P. G. 1995. Phylogenetic analyses of rbcL and nuclear ribosomal RNA gene 

sequences in Dennstaedtiaceae. American Fern Journal 85 : 306-327. 

Xiang, Q. Y., D. E. Soltis, D. R. Morgan, and P. S. Soltis. 1993. Phylogenetic 

relationships of Comus L. sensu lato and putative relatives inferred from rbcL 

sequence data. Annals of the Missouri Botanical Garden 80 : 723-734. 

Yeung, E. C. T., C. S. M. J. Sumner and B. Q. Huang. 2015. Plant Microtechniques 

and Protocol. Springer. Switzerland. 

Yumoto, T. 2000. Bird-pollination of three Durio species (Bombacaceae) in a 

tropical rainforest in Sarawak, Malaysia. Am J Bot  87 (8) : 1181–1188. 

Yuwono, T. 2005. Biologi Molekuler. Penerbit Erlangga. Jakarta 

Zulkarnain, N. L. M. Pradnyawathi dan I. K. A. Wijaya. 2019.  Eksplorasi, 

Inventarisasi, dan Karakterisasi Plasma Nutfah Durian Kunyit (Durio 

zibethinus Murr) di Kecamatan Pupuan, Kabupaten Tabanan.   E-Jurnal 

Agroekoteknologi Tropika 8 (1) : 1-11.  

 


