
 
 

66 
 

DAFTAR PUSTAKA 

Abdelshafy Mohamad, O. A., Liu, Y. H., Huang, Y., Kuchkarova, N., Dong, L., Jiao, 

J. Y., ... & Li, W. J. (2024). Metabonomic analysis to identify 

exometabolome changes underlying antifungal and growth promotion 

mechanisms of endophytic Actinobacterium Streptomyces albidoflavus for 

sustainable agriculture practice. Frontiers in Microbiology, 15, 1439798. 

 

Akbar A R, Ryandini D, Kusharyati D F. (2017). Potensi Actinomycetes Asal Tanah 

Perakaran Mangrove Segara Anakan Cilacap sebagai Penghasil Antifungi 

terhadap Candida albicans. Journal of Tropical Biodiversity and 

Biotechnology. 2: 39 – 44. 

 

Akinsanya, M. A., Goh, J. K., Lim, S. P., & Ting, A. S. Y. (2015). Metagenomics 

study of endophytic bacteria in Aloe vera using next-generation technology. 

Genomics Data, 6, 159–163. https://doi.org/10.1016/j.gdata.2015.09.004. 

 

Alam, K., Mazumder, A., Sikdar, S., Zhao, Y. M., Hao, J., Song, C., ... & Li, A. 

(2022). Streptomyces: The biofactory of secondary metabolites. Frontiers 

in microbiology, 13, 968053. 

 

Alamsyah, R., Pi, S., Suhartini, I., Wahyurini, E. T., Meinarni Thamrin, S. T., 

Karlina, M. I., ... & MM, C. (2025). Biologi Mangrove. 

 

Alongi, D. M. (2014). Carbon cycling and storage in mangrove forests. Annual 

review of marine science, 6(1), 195-219. 

 

Al-Saadi,   A.,   &   Mohammad   Jaralla,   E. (2013).  Isolation  and  Identification  

of Streptomyces from Different Sample of Soils. Journal   of   Biology   and   

https://doi.org/10.1016/j.gdata.2015.09.004


67 
 

 

Medical Sciences -JBMS     An     Open     Access International     Journal     

Published     by University of  Babylon Iraq, 1,31–36. 

Ambarwati, S. P. (2024). Streptomyces: Bakteri Penghasil Antibiotik Terbesar. 

 

Amin, S. S., Ghozali, Z., Rusdiana, M., & Efendi, S. (2023). Identifikasi bakteri 

dari telapak tangan dengan pewarnaan Gram Identification of bacteria from 

palms with Gram stain. Jurnal Kimia dan Ilmu Lingkungan, 1(1), 30-35. 

 

Apriliyani, Y., Safe'i, R., Kaskoyo, H., Wulandari, C., & Febryano, I. G. (2020). 

Analisis penilaian kesehatan hutan mangrove di Kabupaten Lampung 

Timur. Jurnal Hutan Tropis, 8(2), 123-130. 

 

Apriyanti, S. E., Ritonga, J. A. P., Sitohang, T., Miranda, V. A., Pratiwi, P. D., 

Pratiwi, M., ... & Utami, E. (2025). Evaluation of Antibacterial Activity Test 

For Active Extract Of Red Palm Fruit (Cyrtostachys renda Blume) against 

Staphylococcus aureus and Escherichia coli. Journal of Herbal, Clinical 

and Pharmaceutical Science (HERCLIPS), 7(01), 41-52. 

 

Aulya, N. (2024). Ekosistem Mangrove Dan Keanekaragaman Burung Sebagai 

Destinasi Ekowisata Potensial Di Mandeh, Kecamatan Koto Xi Tarusan, 

Kabupaten Pesisir Selatan (Doctoral dissertation, Universitas Andalas). 

 

Azizah, S. N. (2021). Antibacterial Activity Streptomyces spp. Endhophytic to 

Staphylococcus aureus and Eschericia coli. Jurnal Ilmiah Farmasi Akademi 

Farmasi Jember, 4(1), 19-25. 

 

Barka, E. A., Vatsa, P., Sanchez, L., Gaveau-Vaillant, N., Jacquard, C., Klenk, H. 

P., ... & van Wezel, G. P. (2016). Taxonomy, physiology, and natural 

products of Actinobacteria. Microbiology and molecular biology 

reviews, 80(1), 1-43. 

 



68 
 

 

Baskaran B, Muthukumarasamy A (2017). Isolation, characterisation and 

enzymatic activity of Streptomyces sp. and its pH control during 

fermentation process. IET Systems Biology 11, 114–118. 

Behjati, S., & Tarpey, P. S. (2013). What is next generation sequencing?. Archives 

of Disease in Childhood-Education and Practice, 98(6), 236-238. 

 

Benhadj, M., Menasria, T., Zaatout, N., & Ranque, S. (2025). Genomic Insights and 

Antimicrobial Potential of Newly Streptomyces cavourensis Isolated from 

a Ramsar Wetland Ecosystem. Microorganisms, 13(3), 576. 

 

Breitwieser, F. P., Lu, J., & Salzberg, S. L. (2019). A review of methods and 

databases for metagenomic classification and assembly. Briefings in 

Bioinformatics, 20(4), 1125–1136. https://doi.org/10.1093/bib/bbx120. 

 

Bronner, I. F., Quail, M. A., Turner, D. J., & Swerdlow, H. (2013). Improved 

protocols for illumina sequencing. Current protocols in human 

genetics, 79(1), 18-2. 

 

Calle, M. L. (2019). Statistical analysis of metagenomics data. Genomics & 

Informatics, 17(1), e6. https://doi.org/10.5808/GI.2019.17.1.e6. 

 

Caspi, R., Billington, R., Keseler, I. M., Kothari, A., Krummenacker, M., Midford, 

P. E., ... & Karp, P. D. (2020). The MetaCyc database of metabolic pathways 

and enzymes-a 2019 update. Nucleic acids research, 48(D1), D445-D453. 

 

Chrisnawati, S. D., Sabdaningsih, A., Jati, O. E., & Ayuningrum, D. (2023). Isolasi 

dan Identifikasi Molekuler Bakteri Rhizosfer dari Sedimen Mangrove Jenis 

Rhizopora sp. di Ekosistem Mangrove Tapak, Semarang. Jurnal Kelautan: 

Indonesian Journal of Marine Science and Technology, 16(2), 117-124. 

 

Depson, R., (2012). Identifikasi Molekuler dan Pengaruh Pemberian Potensial 

Probiotik Bakteri Asam Laktat (BAL) asal Dadiah terhadap Kolesterol 

https://doi.org/10.1093/bib/bbx120
https://doi.org/10.5808/GI.2019.17.1.e6


69 
 

 

Daging Itik Bayang Sumber Daya Genetik Sumatera Barat. Tesis. 

Universitas Andalas, Padang. 

Desjardins, P., & Conklin, D. (2010). NanoDrop microvolume quantitation of 

nucleic acids. Journal of visualized experiments: JoVE, (45), 2565. 

 

Dettmer, K., Aronov, P. A., & Hammock, B. D. (2007). Mass spectrometry‐based 

metabolomics. Mass spectrometry reviews, 26(1), 51-78. 

 

Dewa, G.A.W., I.D.M Sukrama, dan I.W. Sudayana. (2015). Identifikasi Bakteri 

Asam Laktat Isolat 9A dari Kolon Sapi Bali sebagai Probiotik melalui 

Analisis Gen 16S rRNA. JS 33(2):228-233. 

 

Djamaluddin Rignolda. (2018). Mangrove Biologi, Ekologi, Rehabilitasi, dan 

Konservasi. Unsrat Press. Manado. 

 

Du, Y., Zou, W., Zhang, K., Ye, G., & Yang, J. (2020). Advances and applications 

of Clostridium co-culture systems in biotechnology. Frontiers in 

Microbiology, 11, 560223. 

 

Euanorasetr J.,Nilvongse A., Tantimavanich S., Nihira T., Igarashi Y., Panbangred 

W. (2010). Identification  And  Characterization  Of  Soil-Isolated  

Streptomyces  Sje177  Producing Actinomycin. Journal Trop Med 

PublicHealth.  41. 5.77-87. 

 

Fiehn, O. (2002). Metabolomics–the link between genotypes and phenotypes. Plant 

molecular biology, 48(1), 155-171. 

 

Fynnisa, Z., Nugroho, E. D., Sakaria, F. S., Juniatmoko, R., Sinurat, J., Polapa, F. 

S., ... & Setyono, B. D. H. (2024). Ekologi Perairan. Penerbit Widina. 

 

Galloway-Peña, J., & Hanson, B. (2020). Tools for analysis of the 

microbiome. Digestive diseases and sciences, 65(3), 674-685. 



70 
 

 

 

Ginantra, I. K., Darmadi, A., Suaskara, I., & Muksin, I. K. (2018). Keanekaragaman 

Jenis Mangrove Pesisir Lembongan Dalam Menunjang Kegiatan Wisata 

Mangrove Tour. Prosiding Seminar Nasional Pendidikan Biologi (ISBN : 

978-602-61265-2-8), 249-255. 

 

Goodwin, S., McPherson, J. D., & McCombie, W. R. (2016). Coming of age: ten 

years of next-generation sequencing technologies. Nature reviews 

genetics, 17(6), 333-351. 

 

Grada, A., & Weinbrecht, K. (2013). Next-generation sequencing: methodology and 

application. Journal of Investigative Dermatology, 133(8), 1-4. 

 

Grenda, T., Grenda, A., Domaradzki, P., Krawczyk, P., & Kwiatek, K. (2022). 

Probiotic potential of Clostridium spp.—Advantages and doubts. Current 

issues in molecular biology, 44(7), 3118-3130. 

 

Guo, P., Zhang, K., Ma, X., & He, P. (2020). Clostridium species as probiotics: 

potentials and challenges. Journal of animal science and 

biotechnology, 11(1), 24. 

 

Hamid, M. E., Reitz, T., Joseph, M. R. P., Hommel, K., Mahgoub, A., Elhassan, M. 

M., Buscot, F.,  &  Tarkka, M.  (2020). Diversity and  geographic  

distribution of  soil streptomycetes  with antagonistic potential against 

actinomycetoma-causing Streptomyces sudanensis in Sudan and South 

Sudan. Journal Microbiology, 20(1), 20-33. 

 

Handelsman, J. (2004). Metagenomics: application of genomics to uncultured 

microorganisms. Microbiology and molecular biology reviews, 68(4), 669-

685. 

 



71 
 

 

Handelsman, J., Rondon, M. R., Brady, S. F., Clardy, J., & Goodman, R. M. (1998). 

Molecular biological access to the chemistry of unknown soil microbes: A 

new frontier for natural products. Chemistry & Biology, 5(10), R245–R249. 

https://doi.org/10.1016/S1074-5521(98)90108-9. 

 

Holbrook-Smith, D., Trouillon, J., & Sauer, U. (2024). Metabolomics and microbial 

metabolism: Toward a systematic understanding. Annual Review of 

Biophysics, 53. 

 

Hong, K., Gao, A. H., Xie, Q. Y., Gao, H., Zhuang, L., Lin, H. P., ... & Ruan, J. S. 

(2009). Actinomycetes for marine drug discovery isolated from mangrove 

soils and plants in China. Marine drugs, 7(1), 24-44. 

 

Irawan, C., Elya, A. D. B., Hanafi, M., Saputri, A. F. C., & Enriyani, R. 

(2024). Aplikasi Metabolomik Dan Penambatan Molekuler: Karakterisasi 

Senyawa Antioksidan dan Penghambatan Alfa-Glukosidase Tanaman 

Rhinacanthus Nasutus (L.) KURZ. Deepublish. 

 

Jeong, J., Yun, K., Mun, S., Chung, W.-H., Choi, S.-Y., Nam, Y.-D., Lim, M. Y., 

Hong, C. P., Park, C., Ahn, Y. J., & Han, K. (2021). 

The effect of taxonomic classification by full-length 16S rRNA sequencing 

with a synthetic long-read technology. Scientific Reports, 11, 1727. 

 

Jurko, L., Makuc, D., Stern, A., Plavec, J., Zegura, B., Boskovic, P., & Kargl, R. 

(2023). Cytotoxicity and antibacterial efficacy of betaine-and choline-

substituted polymers. ACS Applied Polymer Materials, 5(7), 5270-5279. 

 

Kaushik, P., Singh Sandhu, O., Singh Brar, N., Kumar, V., Singh Malhi, G., Kesh, 

H., & Saini, I. (2021). Soil Metagenomics: Prospects and Challenges. In R. 

Radhakrishnan (Ed.), Mycorrhizal Fungi—Utilization in Agriculture and 

Industry. IntechOpen. https://doi.org/10.5772/intechopen.93306. 

 

https://doi.org/10.1016/S1074-5521(98)90108-9
https://doi.org/10.5772/intechopen.93306


72 
 

 

Khadayat, K., Sherpa, D. D., Malla, K. P., Shrestha, S., Rana, N., Marasini, B. P., 

et al. (2020). Molecular identification and antimicrobial potential of 

streptomyces species from nepalese soil. Int. J. Microbiol. 2020:8817467. 

doi: 10.1155/2020/ 8817467 

 

Klindworth, A., Pruesse, E., Schweer, T., Peplies, J., Quast, C., Horn, M., & 

Glöckner, F. O. (2013). Evaluation of general 16S ribosomal RNA gene 

PCR primers for classical and next-generation sequencing-based diversity 

studies. Nucleic Acids Research, 41(1), e1–e1. 

https://doi.org/10.1093/nar/gks808 

 

Knief, C. (2014). Analysis of plant microbe interactions in the era of next generation 

sequencing technologies. Frontiers in Plant Science, 5. 

https://doi.org/10.3389/fpls.2014.00216. 

 

Kumar, A., Singh, M. K., & Sangwan, R. (2025). Insights into caerulomycins: 

Chemistry, biosynthesis, and therapeutic potentials. International Journal 

for Multidisciplinary Research, 7(5). 

 

Kusumawati, N., L.J. Bettysri, S. Siswa, dan H. Ratihdewanti. (2008). Seleksi 

Bakteri Asam Laktat Indigenous sebagai Galur Probiotik dengan 

Kemampuan Menurunkan Kolesterol, Jurnal Mikrobiologi Indonesia, 

2(1):120-128. 

 

Lahoum, A., Sabaou, N., Bijani, C., Bouras, N., Pont, F., Snini, S. P., & Mathieu, F. 

(2019). Antimicrobial activities of novel bipyridine compounds produced 

by a new strain of Saccharothrix isolated from Saharan soil. Saudi 

pharmaceutical journal, 27(1), 56-65. 

 

Leibniz-Institut DSMZ-German Collection of Microorganisms and Cell Cultures 

GmbH. (2026). Streptomyces roseoviridis DSM 40175. 

https://www.dsmz.de/collection/catalogue/details/culture/DSM-40175 

https://doi.org/10.1093/nar/gks808
https://doi.org/10.3389/fpls.2014.00216
https://www.dsmz.de/collection/catalogue/details/culture/DSM-40175


73 
 

 

 

Liu, Y., Chen, S., Liang, J., Song, J., Sun, Y., Liao, R., ... & Gong, B. (2024). 

Bacterial Community Structure and Environmental Driving Factors in the 

Surface Sediments of Six Mangrove Sites from Guangxi, 

China. Microorganisms, 12(12), 2607. 

 

Manteca Á, Yagüe P (2018). Streptomyces differentiation in liquid cultures as a 

trigger of secondary metabolism. Antibiotics 7, 41. doi: 

10.3390/antibiotics7020041. 

 

Mardis, E. R. (2008). Next-generation DNA sequencing methods. Annu. Rev. 

Genomics Hum. Genet., 9(1), 387-402. 

 

Matsumoto, A., Kasai, H., Matsuo, Y., Ōmura, S., Shizuri, Y., & Takahashi, Y. 

(2009). Ilumatobacter fluminis gen. nov., sp. nov., a novel actinobacterium 

isolated from the sediment of an estuary. The Journal of general and applied 

microbiology, 55(3), 201-205. 

 

MetaCyc. (2024). Glycine betaine biosynthesis II (PWY-3722). Diakses dari 

https://biocyc.org/pathway?orgid=META&id=PWY-3722. 

 

Metzker, M. L. (2010). Sequencing technologies—the next generation. Nature 

reviews genetics, 11(1), 31-46. 

 

Morales, G., P. Sierra, A. Mancilla, A. Paredes, L.A. Loyola, O. Gallardo, dan J.  

Borquez. (2003). Secondary Metabolites from Four Medicinal Plants from 

Northern Chile, Antimicrobial Activity, dan Biotoxicity Against Artemia 

Salina, Journal of Chilean Chemical Society, 48(2). 

 

Mustopa, A., (2009). Koleksi Protokol Laboratorium Virologi Molekuler. Bogor: 

Pusat Penelitian Bioteknologi, Lembaga Ilmu Pengetahuan Indonesia. 

https://biocyc.org/pathway?orgid=META&id=PWY-3722


74 
 

 

Nicholson, J. K., Connelly, J., Lindon, J. C., & Holmes, E. (2002). Metabonomics: 

a platform for studying drug toxicity and gene function. Nature reviews 

Drug discovery, 1(2), 153-161. 

 

Nurhikmah, N. (2021). Hexadecanamide dan Hyphoxanthine sebagai Senyawa 

Antibiotik Asal Bakteri Endosimbion Cacing Tanah sebagai Alternatif 

Antibiotik Melalui Uji In Silico. Borneo Journal of Science and 

Mathematics Education, 1(3), 163-171. 

 

Ohnishi, Y., Ishikawa, J., Hara, H., Suzuki, H., Ikenoya, M., Ikeda, H., ... & 

Horinouchi, S. (2008). Genome sequence of the streptomycin-producing 

microorganism Streptomyces griseus IFO 13350. Journal of 

bacteriology, 190(11), 4050-4060. 

 

Paray, A., M. Singh, and M. Mir. (2023). Gram Staining: A Brief Review. 

International Journal of Research and Review. https://doi.org/ 

10.52403/ijrr.20230934. 

 

Patel, R. K., & Jain, M. (2012). NGS QC Toolkit: a toolkit for quality control of 

next generation sequencing data. PloS one, 7(2), e30619. 

 

Pelczar, Michael J, ECS, Chan, 2008,’Dasar-dasar mikrobiologi’, Jakarta, UI Press. 

Petti, P.A., (2007). Detection dan identification of microorganisms by gene 

amplification dan sequencing. Clinical Infectious Diseases, 44(8):1108-

1114. 

 

Plassais, J., Gbikpi-Benissan, G., Figarol, M., Scheperjans, F., Gorochov, G., 

Derkinderen, P., & Cervino, A. C. L. (2021). Gut microbiome alphadiversity 

is not a marker of Parkinson’s disease and multiple sclerosis. Brain 

Communications, 3(2), fcab113. 

https://doi.org/10.1093/braincomms/fcab113. 



75 
 

 

Prihandana, P. K. E., Putra, I. D. N. N., & Indrawana, G. S. (2021). Struktur Vegetasi 

Mangrove Berdasarkan Karakteristik Substrat Di Pantai Karang Sewu, 

Gilimanuk Bali. Journal Of Marine Research, 4(1), 29-36. 

 

Procópio, R. E. D. L., Silva, I. R. D., Martins, M. K., Azevedo, J. L. D., & Araújo, 

J. M. D. (2012). Antibiotics produced by Streptomyces. Brazilian Journal 

of Infectious Diseases, 16, 466-471. 

 

Promega Protocol, (2010). DNA Analysis. [online] Available at: 

https://worldwide.promega.com/resources/protocols/ [Accessed 13 April 

2024]. 

 

Purwanto, H., (2012). Identifikasi DNA dan Gen Resisten Terhadap Virus AI (Avian 

Influenza) pada Itik Pitalah sebagai Sumber Daya Genetik Sumatera Barat 

dengan PCR (Polymerase Chain Reaction). Tesis. Padang: Fakultas MIPA, 

Universitas Andalas. 

 

Purwoko, D., Cartealy, I. C., Tajuddin, T., Dinarti, D.,& Sudarsono, S. (2018). 

Analisis Bioinformatika Berbasis Web Pada Sekuen Genom Persial Sagu 

(Metroxylon sagu Rottb). Jurnal Bioteknologi & Biosains Indonesia (JBBI). 

5(1): 98. 

 

Quince, C., Walker, A. W., Simpson, J. T., Loman, N. J., & Segata, N. (2017). 

Shotgun metagenomics, from sampling to analysis. Nature 

biotechnology, 35(9), 833-844. 

 

Rahmadi, M. T., Suciani, A., & Auliani, N. (2020). Analisis Perubahan Luasan 

Hutan Mangrove Menggunakan Citra Landsat 8 OLI Di Desa Lubuk 

Kertang Langkat. Media Komunikasi Geografi, 21(2), 110-119. 

 

Sabale, S. N., Suryawanshi, P. P., & P.U., K. (2020). Soil Metagenomics: Concepts 

and Applications. 



76 
 

 

Saenger PEJ, Hegerl, Da Vie JDS. (1983). Global Status Of Mangrove Ecosistems. 

By The Working Group On Mangrove Ecosistems On The IUCN 

Commission On Ecology. The Environmentalist, 3(88). 

 

Saparinto, C. (2007). Pendayagunaan Ekosistem Mangrove. Dahara Prize. 

Semarang. 

 

Setyawan, A. (2006). Species definition of procaryotes based on 16S rRNA and 

protein coding genes sequence. Biodiversitas, Journal of Biological 

Diversity, 7, 292–296. https://doi.org/10.13057/biodiv/d070319. 

 

Shiddiq, M. A., Pramudia, D., Nefilinda, N., Syukriani, L., & Jamsari, J. (2023, 

June). Metagenomic Profile of Endophytic Bacteria in Acacia mearnsii. In 

IOP Conference Series: Earth and Environmental Science (Vol. 1182, No. 

1, p. 012030). IOP Publishing. 

 

Streit RW & Schmitz RA. (2004). Metagenomics: The key to the uncultured 

microbes. Microbiol 7: 492-498. 

 

Susalam, M. K. (2023). Analisis Metagenom Bakteri Asal Ikan Budu Sebagai 

Kandidat Probiotik Konsorsium dan Aplikasinya Terhadap Kinerja 

Pertumbuhan dan Kualitas Daging Broiler (Doctoral dessertation, 

UNNAD). 

 

Tang, J. (2011). Microbial metabolomics. Current genomics, 12(6), 391-403. 

 

Tasma, I. M. (2015). Pemanfaatan Teknologi Sekuensing Genom Untuk 

Mempercepat Program Pemuliaan Tanaman. Jurnal Penelitian Dan 

Pengembangan Pertanian. 34(4): 159. 

 

https://doi.org/10.13057/biodiv/d070319


77 
 

 

Thatoi, H., Behera, B. C., Mishra, R. R., & Dutta, S. K. (2013). Biodiversity and 

biotechnological potential of microorganisms from mangrove ecosystems: 

a review. Annals of Microbiology, 63(1), 1-19. 

 

Trindade, M., Van Zyl, L. J., Navarro-Fernández, J., & Abd Elrazak, A. (2015). 

Targeted metagenomics as a tool to tap into marine natural product diversity 

for the discovery and production of drug candidates. Frontiers in 

microbiology, 6, 890. 

 

Tugizimana, F., Steenkamp, P., Piater, L., Labuschagne, N., and Dubery, I. A.. 

(2019). Unravelling The Metabolic Reconfiguration of The Post-Challenge 

Primed State in Sorghum Bicolor Responding to Colletotrichum 

Sublineolum Infection. Metabolites, 9(10), 194. 

https://doi.org/10.3390/metabo9100194. 

 

Turi, K. N., Romick-Rosendale, L., Ryckman, K. K., & Hartert, T. V. (2018). A 

review of metabolomics approaches and their application in identifying 

causal pathways of childhood asthma. Journal of Allergy and Clinical 

Immunology, 141(4), 1191-1201. 

 

Veilumuthu, P., Nagarajan, T., Magar, S., Sundaresan, S., Moses, L. J., Theodore, 

T., & Christopher, J. G. (2024). Genomic insights into an endophytic 

Streptomyces sp. VITGV156 for antimicrobial compounds. Frontiers in 

Microbiology, 15, 1407289. 

 

Vester, J. K., Glaring, M. A., & Stougaard, P. (2015). Improved cultivation and 

metagenomics as new tools for bioprospecting in cold environments. 

Extremophiles, 19(1), 17–29. https://doi.org/10.1007/s00792-014-0704-3 

 

Villas‐Bôas, S. G., Højer‐Pedersen, J., Åkesson, M., Smedsgaard, J., & Nielsen, J. 

(2005). Global metabolite analysis of yeast: evaluation of sample 

preparation methods. Yeast, 22(14), 1155-1169. 

https://doi.org/10.3390/metabo9100194
https://doi.org/10.1007/s00792-014-0704-3


78 
 

 

Vincent A.T., N. Derome, B. Boyle, A.I. Culley, dan S.J. Charette. (2016). Next- 

Generation Sequensing (NGS) in the Microbiologivl World: How to make 

the most money. Journal of Microbiological Methods, doi: 

10.1016/j.mimet.2016.02.016. 

 

Vincent, A. T., Derome, N., Boyle, B., Culley, A. I., & Charette, S. J. (2017). Next-

generation sequencing (NGS) in the microbiological world: How to make 

the most of your money. Journal of microbiological methods, 138, 60-71. 

 

Wooley, J. C., Godzik, A., & Friedberg, I. (2010). A Primer on Metagenomics. PLoS 

Computational Biology, 6(2), e1000667. 

https://doi.org/10.1371/journal.pcbi.1000667. 

 

Wu, X., Yang, F., Zhang, J., Gao, F., Hu, Y. C., Yang, K., & Wang, P. (2024). 

Biochar’s role in improving pakchoi quality and microbial community 

structure in rhizosphere soil. PeerJ, 12, e16733. 

 

Wulandari, A. P. (2024). Monograf Kandidat Antimikroba Baru Dari Senyawa 

Volatil Tanaman Rami: Pendekatan Metabolomik Dengan GC-MS. 

Deepublish. 

 

Wuldanhani, S., A. Wahyuni, A. Hasyim, dan M. Misnarliah (2024). Pewarnaan 

Gram Isolat Bakteri dari Limbah Biomedis Cair Rumah Sakit Unhas dengan 

Metode Ziehl Neelsen. Biogenerasi, 10(1). 

 

Xu, Y. J., Wang, C., Ho, W. E., & Ong, C. N. (2014). Recent developments and 

applications of metabolomics in microbiological investigations. TrAC 

Trends in Analytical Chemistry, 56, 37-48. 

 

Yahaya, N., Rehan, M. M., Hamdan, N. H., & Nasaruddin, S. M. (2024). 

Metagenomic data of microbiota in mangrove soil from Lukut River, 

Malaysia. Data in Brief, 53, 110155. 

https://doi.org/10.1371/journal.pcbi.1000667


79 
 

 

Yulma, B. Ihsan, Sunarti, E. Malasari, N. Wahyuni, dan Mursyban. (2017). 

Identifikasi Bakteri pada Serasah Daun Mangrove yang Terdekomposisi di 

Kawasan Konservasi Mangrove dan Bekantan (KKMB) Kota Tarakan. 

Journal of Tropical Biodiversity and Biotechnology, 2 : 28-33. 


