DAFTAR PUSTAKA

Abdelsalam, N. A., Hegazy, S. M., & Aziz, R. K. (2023). The curious case of
Prevotella copri. Gut Microbes, 15(2).
https://doi.org/10.1080/19490976.2023.2249152

Alemu, B. K., Azeze, G. G., Wu, L., Lau, S. L., Wang, C. C., & Wang, Y. (2023).
Effects of maternal probiotic supplementation on breast milk microbiome and
infant gut microbiome health: a systematic review and meta-analysis of
randomized controlled trials. American Journal of Obstetrics & Gynecology
MFM, 5(11). https://doi.org/10.1016/j.ajogmf.2023.101148

Amir, M., Brown, J. A., Rager, S. L., Sanidad, K. Z., Ananthanarayanan, A., &
Zeng, M. Y. (2020). Maternal microbiome and infections in pregnancy.
Microorganisms, 8(12), 1-21.
https://doi.org/10.3390/microorganisms8121996

Asnicar, F., Manara, S., ZOIfo, M., Truong, D. T., Scholz, M., Armanini, F., et al.
(2017). crossm Studying Vertical Microbiome Transmission from Mothers to
Infants by. MSystems, 2(1), 1-13. https://doi.org/10.1128/mSystems.00164-16

Berry, A. S. F., Pierdon, M. K., Misic, A. M., Sullivan, M. C., O’Brien, K., Chen,
Y., et al. (2021). Remodeling of the maternal gut microbiome during
pregnancy is shaped by parity.  Microbiome, 9(1), 1-15.
https://doi.org/10.1186/s40168-021-01089-8

Bezrukova, A. A., Yarmolinskaya; M. 1., Sazonova, O. V., Spiridonova, N. V., &
Komarova, M. V. (2021). The relationship between breastfeeding and
maternal education and family income. Kazan Medical Journal, 102(3), 355
361. https://doi.org/10.17816/KMJ2021-355

Bianco, I., Ferrara, C., Romano, F., Loperfido, F., Sottotetti, F., EI Masri, D., et al.
(2024). The Influence of Maternal Lifestyle Factors on-Human Breast Milk
Microbial Composition: A Narrative Review. Biomedicines, 12(11), 1-27.
https://doi.org/10.3390/biomedicines12112423

Boix-Amords, A., Collado, M. C.; & Mira, A. (2016). Relationship between milk
microbiota, bacterial load, macronutrients, and human cells during lactation.
Frontiers in Microbiology, 7(APR), 1-9.
https://doi.org/10.3389/fmich.2016.00492

Boix-Amords, A., Puente-Sanchez, F., du Toit, E., Linderborg, K. M., Zhang, Y.,
Yang, B., et al. (2019). Mycobiome profiles in breast milk from healthy
women depend on mode of delivery, geographic location, and interaction with
bacteria. Applied and Environmental Microbiology, 85(9), 1-13.
https://doi.org/10.1128/AEM.02994-18

Butts, C. A., Paturi, G., Blatchford, P., Bentley-hewitt, K. L., Hedderley, D. I.,
Martell, S., et al. (2020). Microbiota Composition of Breast Milk from Women
of Di ff erent Ethnicity from the Manawatu — Wanganui Region of New
Zealand.

Fakultas Kedokteran Universitas Andalas



Cabrera-Rubio, R., Collado, M. C., Laitinen, K., Salminen, S., Isolauri, E., & Mira,
A. (2012). The human milk microbiome changes over lactation and is shaped
by maternal weight and mode of delivery. American Journal of Clinical
Nutrition, 96(3), 544-551. https://doi.org/10.3945/ajcn.112.037382

Catassi, G., Aloi, M., Giorgio, V., Gasbarrini, A., Cammarota, G., & laniro, G.
(2024). The Role of Diet and Nutritional Interventions for the Infant Gut
Microbiome. Nutrients, 16(3), 1-24. https://doi.org/10.3390/nu16030400

Chen, J., Huang, Z. B., Fan, X. G,, Hu, X. W,, Qi, M., Liao, C. J., et al. (2020).
Potential predictors for prognosis and postpartum recovery time of acute fatty
liver of pregnancy. BMC Pregnancy and Childbirth, 20(1), 1-8.
https://doi.org/10.1186/s12884-020-03287-y

Chiu, C. Y., & Miller, S. A. (2019). Clinical metagenomics. Nature Reviews
Genetics, 20(6), 341-355. https://doi,org/10.1038/s41576-019-0113-7

Chu, D. M., Meyer, K. M., Prince, A. L., & Aagaard, K. M. (2016). Impact of
maternal nutrition in pregnancy and lactation on offspring gut microbial
composition  and  function. Gut  Microbes, 7(6), 459-470.
https://doi.org/10.1080/19490976.2016.1241357

Cortes-Macias, E., Selma-Royo, M., Garcia-Mantrana, I., Calatayud, M., Gonzalez,
S., Martinez-Costa, C., et al. (2021). Maternal Diet Shapes the Breast Milk
Microbiota Composition and Diversity: Impact of Mode of Delivery and
Antibiotic Exposure. Journal of Nutrition, 151(2), 330-340.
https://doi.org/10.1093/jn/nxaa310

Cronin, P., Joyce, S. A., O’toole, P. W., & O’connor, E. M. (2021). Dietary fibre
modulates the gut microbiota. Nutrients, 13(5), 1-22.
https://doi.org/10.3390/nu13051655

Darabi, B., Rahmati, S., Hafeziahmadi, M. R., Badfar, G., & Azami, M. (2019).
The association between caesarean section and childhood asthma: An updated
systematic review and meta-analysis. Allergy, Asthma and Clinical
Immunology, 15(1), 1-13. https://doi.org/10.1186/s13223-019-0367-9

Dawson, S. L., O’Hely, M., Jacka, F. N., Ponsonby, A. L., Symeonides, C.,
Loughman, A., et al. (2021). Maternal prenatal gut microbiota composition
predicts child behaviour. EBioMedicine, 68, 103400.
https://doi.org/10.1016/j.ebiom.2021.103400

Demmelmair, H., Jiménez, E., Collado, M. C., Salminen, S., & McGuire, M. K.
(2020). Maternal and perinatal factors associated with the human milk
microbiome.  Current Developments in  Nutrition, 4(4), 1-14.
https://doi.org/10.1093/cdn/nzaa027

Ding, M., Yang, B., Khine, W. W. T., Lee, Y. K., Rahayu, E. S., Ross, R. P., et al.
(2021). The species-level composition of the fecal bifidobacterium and
lactobacillus genera in Indonesian children differs from that of their mothers.
Microorganisms, 9(9). https://doi.org/10.3390/microorganisms9091995

80
Fakultas Kedokteran Universitas Andalas



Doare, K. Le, Holder, B., Bassett, A., & Pannaraj, P. S. (2018). Mother’s Milk: A
purposeful contribution to the development of the infant microbiota and
immunity. Frontiers in Immunology, 9(FEB).
https://doi.org/10.3389/fimmu.2018.00361

Donnet-Hughes, A., Perez, P. F., Doré, J., Leclerc, M., Levenez, F., Benyacoub, J.,
et al. (2010). Potential role of the intestinal microbiota of the mother in
neonatal immune education. The Proceedings of the Nutrition Society, 69(3),
407-415. https://doi.org/10.1017/S0029665110001898

Zermiani, A. P., Soares, A. L. P. P., Moura, B. L., Miguel, E. R. A., Lopes, L. D.
G., Santana, N., et al. (2021). Evidence of Lactobacillus reuteri to reduce colic
in breastfed babies: Systematic review and meta-analysis. Complementary
Therapies in Medicine, 63(August).
https://doi.org/10.1016/j.ctim.2021.102781

Du, Y., He, C., An, Y., Huang, Y.; Zhang, H., Fu,"W. /et al. (2024). The Role of
Short Chain Fatty Acids in Inflammation and Body Health. International
Journal of Molecular Sciences, 25(13). https://doi.org/10.3390/ijms25137379

Duranti, S., Lugli, G. A., Mancabelli, L., Armanini, F., Turroni, F., James, K., et al.
(2017). Maternal inheritance of bifidobacterial communities and bifidophages
in infants through = vertical transmission. Microbiome, 5(1), 1-13.
https://doi.org/10.1186/s40168-017-0282-6

Enache, R. M., Profir, M., Rosu, Q. A, Cretoiu, S. M., & Gaspar, B. S. (2024). The
Role of Gut Microbiota in the Onset and Progression of Obesity and
Associated Comorbidities. International Journal of Molecular Sciences,
25(22), 1-24. https://doi.org/10.3390/ijms252212321

Farup, P. G., & Maseng, M. G. (2021). Are faecal microbiota analyses on species-
level suitable clinical biomarkers? A pilot study in subjects with morbid
obesity. Microorganisms, 9(3).
https://doi.org/10.3390/microorganisms9030664

Fehlner-Peach, H., Magnabosco, C.; Raghavan, V., Scher, J. U; Tett, A., Cox, L.
M., et al. (2019). Distinct Polysaccharide Utilization Profiles of Human
Intestinal Prevotella copri Isolates. Cell Host and Microbe, 26(5), 680-690.€5.
https://doi.org/10.1016/j.chom.2019.10.013

Ferretti, P., Pasolli, E., Tett, A., Asnicar, F., Gorfer, V., Fedi, S., et al. (2018).
Mother-to-Infant Microbial Transmission from Different Body Sites Shapes
the Developing Infant Gut Microbiome. Cell Host and Microbe, 24(1), 133-
145.e5. https://doi.org/10.1016/j.chom.2018.06.005

Fitzstevens, J. L., Smith, K. C., Hagadorn, J. ., Caimano, M. J., Matson, A. P., &
Brownell, E. A. (2017). Systematic review of the human milk microbiota.
Nutrition in Clinical Practice, 32(3), 354-364.
https://doi.org/10.1177/0884533616670150

Fu, J., Zheng, Y., Gao, Y., & Xu, W. (2022). Dietary Fiber Intake and Gut

81
Fakultas Kedokteran Universitas Andalas



Microbiota in Human Health. In Microorganisms (Vol. 10, Issue 12).
https://doi.org/10.3390/microorganisms10122507

Garcia-Mantrana, 1., Selma-Royo, M., Gonzalez, S., Parra-Llorca, A., Martinez-
Costa, C., & Collado, M. C. (2020). Distinct maternal microbiota clusters are
associated with diet during pregnancy: impact on neonatal microbiota and
infant growth during the first 18 months of life. Gut Microbes, 11(4), 962—
978. https://doi.org/10.1080/19490976.2020.1730294

Gomaa, E. Z. (2020). Human gut microbiota/microbiome in health and diseases: a
review. Antonie van Leeuwenhoek, International Journal of General and
Molecular Microbiology, 113(12), 2019-2040.
https://doi.org/10.1007/s10482-020-01474-7

Gbmez-Gallego, C., Morales, J. M., Monleén, D., Toit, E., Kumar, H., Linderborg,
K. M., et al. (2018). Human breast. milk NMR metabolomic profile across
specific geographical, locations and its association’ with the milk microbiota.
Nutrients, 10(10). https://doi.org/10.3390/nu10101355

Gonia, S., Heisel, T., Miller, N., Haapala, J., Harnack, L., Georgieff, M. K., et al.
(2024). Maternal oral probiotic use is associated with decreased breastmilk
inflammatory markers, infant fecal microbiome variation, and altered
recognition memory responses in infants -a pilot observational study.
Frontiers in Nutrition, 11(September), 1456111.
https://doi.org/10.3389/fnut.2024.1456111

Gosalbes, M. J., Compte, J., Moriana-Gutierrez, S., Vallés, Y., Jiménez-Hernandez,
N., Pons, X., et al. (2019). Metabolic adaptation in the human gut microbiota
during pregnancy and the first year of life. EBioMedicine, 39, 497-509.
https://doi.org/10.1016/j.ebiom.2018.10.071

Groer, M. W., Morgan, K. H., Louis-Jacques, A., & Miller, E. M. (2020). A Scoping
Review of Research on-the Human Milk Microbiome. Journal of Human
Lactation : Official Journal of International Lactation Consultant
Association, 36(4), 628-643. https://doi.org/10.1177/0890334420942768

Haddad, E. N., Sugino, K. Y-, Kerver, J. M., Paneth, N.; & Comstock, S. S. (2021).
The infant gut microbiota at 12 months of age is associated with human milk
exposure but not with maternal pre-pregnancy body mass index or infant BMI-
for-age z-scores. Current Research in Physiology, 4(October 2020), 94-102.
https://doi.org/10.1016/j.crphys.2021.03.004

Hermansson, H., Kumar, H., Collado, M. C., Salminen, S., Isolauri, E., & Rautava,
S. (2019). Breast milk microbiota is shaped by mode of delivery and
intrapartum antibiotic exposure. Frontiers in Nutrition, 6(February).
https://doi.org/10.3389/fnut.2019.00004

Hoque, M. N, Istiag, A., Clement, R. A., Sultana, M., Crandall, K. A., Siddiki, A.
Z., et al. (2019). Association of milk microbiome in bovine clinical mastitis
and their functional implications in cows in Bangladesh. BioRxiv, April,
591982. https://www.biorxiv.org/content/10.1101/591982v1

82
Fakultas Kedokteran Universitas Andalas


http://www.biorxiv.org/content/10.1101/591982v1

Ibrahim, S. H., Abd El —-Ghany, S. M., El Shafie, T. M., & El Hady, M. (2019).
Cognitive Functions in Breastfed versus Artificially Fed in Preschool
Children. The Egyptian Journal of Hospital Medicine, 77(5), 5742-5751.
https://doi.org/10.21608/ejhm.2019.63230

Ji, C., Zhang, G., Xu, S., Xiang, Q., Huang, M., Zhao, M., et al. (2022). Antibiotic
treatments to mothers during the perinatal period leaving hidden trouble on
infants.  European Journal of Pediatrics, 181(9), 3459-3471.
https://doi.org/10.1007/s00431-022-04516-6

Jiménez, E., De Andrés, J., Manrique, M., Pareja-Tobes, P., Tobes, R., Martinez-
Blanch, J. F., et al. (2015). Metagenomic analysis of milk of healthy and
mastitis-suffering women. Journal of Human Lactation, 31(3), 406-415.
https://doi.org/10.1177/0890334415585078

Jones, J., Reinke, S. N., Ali, A., Palmer, D. J., & Christophersen, C. T. (2021). Fecal
sample collection methods and time of day impact microbiome composition
and short chain fatty acid concentrations. Scientific Reports, 11(1), 1-13.
https://doi.org/10.1038/s41598-021-93031-z

Kim, H., Sitarik, A. R., Woodcroft, K., Johnson, C. C., & Zoratti, E. (2019). Birth
Mode, Breastfeeding, Pet Exposure, and Antibiotic Use: Associations With
the Gut Microbiome and Sensitization in Children. Current Allergy and
Asthma Reports, 19(4). https://doi.org/10.1007/s11882-019-0851-9

Kimura, 1., Miyamoto, J., Ohue-Kitano, R., Watanabe, K., Yamada, T., Onuki, M.,
et al. (2020). Maternal gut microbiota in pregnancy influences offspring
metabolic phenotype in mice. Science, 367(6481).
https://doi.org/10.1126/science.aaw8429

Kordy, K., Gaufin, T., Mwangi, M., Li, F., Cerini, C., Lee, D. J., et al. (2020).
Contributions to human breast milk microbiome and enteromammary transfer
of Bifidobacterium breve. PLo0S ONE, 15(1), 1-10.
https://doi.org/10.1371/journal.pone.0219633

Lackey, K. A., Williams, J. E., Meehan, C. L., Zachek, J. A., Benda, E. D., Price,
W. J., et al. (2019). What’s normal? Microbiomes in-human milk and infant
feces are related to each other but vary geographically: The inspire study.
Frontiers in Nutrition, 6(April). https://doi.org/10.3389/fnut.2019.00045

Lopez Leyva, L., Brereton, N. J. B., & Koski, K. G. (2021). Emerging frontiers in
human milk microbiome research and suggested primers for 16S rRNA gene
analysis. Computational and Structural Biotechnology Journal, 19, 121-133.
https://doi.org/10.1016/j.csbj.2020.11.057

Lyons, K. E., Ryan, C. A., Dempsey, E. M., Ross, R. P., & Stanton, C. (2020).
Breast milk, a source of beneficial microbes and associated benefits for infant
health. Nutrients, 12(4), 1-30. https://doi.org/10.3390/nu12041039

Magne, F., Gotteland, M., Gauthier, L., Zazueta, A., Pesoa, S., Navarrete, P., et al.
(2020). The firmicutes/bacteroidetes ratio: A relevant marker of gut dysbiosis

83
Fakultas Kedokteran Universitas Andalas



in obese patients? Nutrients, 12(5). https://doi.org/10.3390/nu12051474

Maheshwari, K., Musyuni, P., Moulick, A., Mishra, H., Ekielski, A., Mishra, P. K.,
et al. (2024). Unveiling the microbial symphony: Next-Gen sequencing and
bioinformatics insights into the human gut microbiome. Health Sciences
Review, 11(April), 100173. https://doi.org/10.1016/j.hsr.2024.100173

Maldonado, J. (2019). Probiotics and Prebiotics in Infant Formulae. In E. Franco-
Robles & J. Ramirez-Emiliano (Eds.), Prebiotics and Probiotics. IntechOpen.
https://doi.org/10.5772/intechopen.88609

Mardhika, A., Altas, R. I., Fadliyah, L., Sulpat, E., Tyas, A. P. M., & Medawati, R.
(2022). Description of Knowledge in Exclusive Breastfeeding Mothers At
Sukomulyo Community Health Center, Gresik. Journal of Vocational
Nursing, 3(2), 110-115. https://doi.org/10.20473/jovin.v3i2.39399

Martin, H., Thevenet-Marrison,\K:, & Dozier, ‘A.\(2020).,Maternal pre-pregnancy
body mass index, gestational weight gain and breastfeeding outcomes: A
cross-sectional analysis. BMC Pregnancy and Childbirth, 20(1), 1-10.
https://doi.org/10.1186/s12884-020-03156-8

Meng, X., Dunsmore, G., Koleva, P., Elloumi, Y., Wu, R. Y., Sutton, R. T., et al.
(2019). The Profile of Human Milk Metabolome, Cytokines, and Antibodies
in Inflammatory Bowel Diseases Versus Healthy Mothers, and Potential
Impact on the Newborn. Journal of Crohn’s and Colitis, 13(4), 431-441.
https://doi.org/10.1093/ecco-jcc/jjy186

Moossavi, S., Atakora, F., Miliku, K., Sepehri, S., Robertson, B., Duan, Q. L., et
al. (2019). Integrated analysis of human milk microbiota with oligosaccharides
and fatty acids in the child cohort. Frontiers in Nutrition, 6(May), 1-16.
https://doi.org/10.3389/fnut.2019.00058

Moossavi, S., Sepehri, S., Robertson, B., Bode, L., Goruk, S., Field, C. J., et al.
(2019). Composition and Variation of the Human Milk Microbiota Are
Influenced by Maternal and Early-Life Factors. Cell Host and Microbe, 25(2),
324-335.e4. https://doi.org/10.1016/j.chom.2019.01.011

Moubareck, C. A. (2021). Human milk microbiota and oligosaccharides: A glimpse
into benefits, diversity and correlations. In Nutrients (Vol. 13, Issue 4).
https://doi.org/10.3390/nu13041123

Mu, Q., Tavella, V. J., & Luo, X. M. (2018). Role of Lactobacillus reuteri in human
health and diseases. Frontiers in Microbiology, 9(APR), 1-17.
https://doi.org/10.3389/fmicb.2018.00757

Notarbartolo, V., Giuffre, M., Montante, C., Corsello, G., & Carta, M. (2022).
Composition of Human Breast Milk Microbiota and Its Role in Children’s
Health. Pediatric Gastroenterology, Hepatology and Nutrition, 25(3), 194—
210. https://doi.org/10.5223/pghn.2022.25.3.194

Palladino, E., Van Mieghem, T., & Connor, K. L. (2021). Diet Alters Micronutrient

84
Fakultas Kedokteran Universitas Andalas



Pathways in the Gut and Placenta that Regulate Fetal Growth and
Development in Pregnant Mice. Reproductive Sciences, 28(2), 447-461.
https://doi.org/10.1007/s43032-020-00297-1

Pannaraj, P. S., Li, F., Cerini, C., Bender, J. M., Yang, S., Rollie, A,, et al. (2017).
Association between breast milk bacterial communities and establishment and
development of the infant gut microbiome. JAMA Pediatrics, 171(7), 647—
654. https://doi.org/10.1001/jamapediatrics.2017.0378

Pannaraj, P. S., Ly, M., Cerini, C., Saavedra, M., Aldrovandi, G. M., Saboory, A.
A, et al. (2018). Shared and distinct features of human milk and infant stool
viromes. Frontiers in Microbiology, 9(JUN), 1-13.
https://doi.org/10.3389/fmich.2018.01162

Perez, P. F., Doré, J., Leclerc, M., Levenez, F., Benyacoub, J., Serrant, P., et al.
(2007). Bacterial imprinting of the neonatal immune system: Lessons from
maternal cells? Pediatrics; 119(3). https://doi.org/10.1542/peds.2006-1649

Prentice, P. M., Schoemaker, M. H., Vervoort, J., Hettinga, K., Lambers, T. T., Van
Tol, E. A. F., et al. (2019). Human milk short-chain fatty acid composition is
associated with adiposity outcomes in infants. Journal of Nutrition, 149(5),
716-722. https://doi.org/10.1093/jn/nxy320

Rapingah, S., Muhani, N., Besral, & Yuniar, P. (2021). Determinants of exclusive
breastfeeding practices of female healthcare workers in Jakarta, Indonesia.
Kesmas, 16(1), 59-65. https://doi.org/10.21109/KESMAS.VV1611.2715

Riaz Rajoka, M. S., Mehwish, H.'M., Siddig, M., Haobin, Z., Zhu, J., Yan, L., et
al. (2017). Identification, characterization, and probiotic potential of
Lactobacillus rhamnosus isolated from human milk. LWT, 84, 271-280.
https://doi.org/https://doi.org/10.1016/j.lwt.2017.05.055

Rocha Martin, V. N., Schwab, C., Krych, L., Voney, E., Geirnaert, A., Braegger,
C., et al. (2018). Colonization of Cutibacterium avidum during infant gut
microbiota establishment. FEMS Microbiology Ecology, 95(1), 1-14.
https://doi.org/10.1093/femsec/fiy215

Rodriguez, J. M. (2014). The origin of human milk bacteria: Is there a bacterial
entero-mammary pathway during late pregnancy and lactation? Advances in
Nutrition, 5(6), 779-784. https://doi.org/10.3945/an.114.007229

Rodriguez, J. M., Fernandez, L., & Verhasselt, V. (2021). The gut-breast axis:
Programming health for life. Nutrients, 13(2), 1-23.
https://doi.org/10.3390/nu13020606

Santillo, A., Figliola, L., Ciliberti, M. G., Caroprese, M., Marino, R., & Albenzio,
M. (2018). Focusing on fatty acid profile in milk from different species after
in vitro digestion. Journal of Dairy Research, 85(2), 257-262.
https://doi.org/10.1017/S0022029918000274

Sastroasmoro, S., & Ismael, S. (2011). Dasar—dasar Metodologi Penelitian Klinis

85
Fakultas Kedokteran Universitas Andalas



(Vol. 4). Sagung Seto.

Selma-Royo, M., Calvo Lerma, J., Cortés-Macias, E., & Collado, M. C. (2021).
Human milk microbiome: From actual knowledge to future perspective.
Seminars in Perinatology, 45(6).
https://doi.org/10.1016/j.semperi.2021.151450

Sevelsted, A., Stokholm, J., Bgnnelykke, K., & Bisgaard, H. (2015). Cesarean
section chronic immune disorders. Pediatrics, 135(1), e92—e98.
https://doi.org/10.1542/peds.2014-0596

Shao, Y., Forster, S. C., Tsaliki, E., Vervier, K., Strang, A., Simpson, N., et al.
(2019). Stunted microbiota and opportunistic pathogen colonization in
caesarean-section birth. Nature, 574(7776), 117-121.
https://doi.org/10.1038/s41586-019-1560-1

Sindi, A. S., Geddes; D: T.,-Wlodek; ‘M.  E};"Muhlhausler, B.-S.,-Payne, M. S., &
Stinson, L. F. (2021). Can we modulate the breastfed infant gut microbiota
through maternal diet? FEMS Microbiology Reviews, 45(5), 1-21.
https://doi.org/10.1093/femsre/fuab011

Singh, S. B., Madan, J., Coker, M., Hoen, A., Baker, E. R., Karagas, M. R., et al.
(2020). Does birth mode modify associations of maternal pre-pregnancy BMI
and gestational weight gain with the infant gut microbiome? International
Journal of Obesity, 44(1), 23—-32. https://doi.org/10.1038/541366-018-0273-0

Sinha, T., Brushett, S., Prins, J.;' & Zhernakova, A. (2023). The maternal gut
microbiome during pregnangy: and its role in maternal and infant health.
Current Opinion in Microbiology, 74, 102309.
https://doi.org/10.1016/j.mib.2023.102309

Spreckels, J. E., Fernandez-Pato, A., Kruk, M., Kurilshikov, A., Garmaeva, S.,
Sinha, T., et al. (2023). Analysis of microbial composition and sharing in low-
biomass human milk samples: a comparison of DNA isolation and sequencing
techniques. ISME Communications, 3(2), 1-13.
https://doi.org/10.1038/s43705-023-00325-6

Stinson, L. F., Gay, M. C. L., Koleva, P. T., Eggesbg, M., Johnson, C. C.,
Wegienka, G., et al. (2020). Human Milk From Atopic Mothers Has Lower
Levels of Short Chain Fatty Acids. Frontiers in Immunology, 11(July), 1-9.
https://doi.org/10.3389/fimmu.2020.01427

Stinson, L. F., Sindi, A. S. M., Cheema, A. S., Lai, C. T., Muhlhatsler, B. S.,
Wilodek, M. E., et al. (2021). The human milk microbiome: Who, what, when,
where, why, and how? Nutrition Reviews, 79(5), 529-543.
https://doi.org/10.1093/nutrit/nuaa029

Su, Y., Gan, X.P., Li,F.F., Zhang, D. Y., Chen, L., Cao, Y. N., etal. (2021). Effect
of exposure to antibiotics on the gut microbiome and biochemical indexes of
pregnant women. BMJ Open Diabetes Research and Care, 9(2), 1-11.
https://doi.org/10.1136/bmjdrc-2021-002321

86
Fakultas Kedokteran Universitas Andalas



Temples, H. S. (2019). Breastfeeding reduces risk of Type 2 Diabetes in the (PETS).
Nursing Outlook, 67(1), 115. https://doi.org/10.1016/j.outlook.2018.12.026

Thorburn, A. N., McKenzie, C. I., Shen, S., Stanley, D., Macla, L., Mason, L. J., et
al. (2015). Evidence that asthma is a developmental origin disease influenced
by maternal diet and bacterial metabolites. Nature Communications, 6.
https://doi.org/10.1038/ncomms8320

Timm, C. M., Loomis, K., Stone, W., Mehoke, T., Brensinger, B., Pellicore, M., et
al. (2020). Isolation and characterization of diverse microbial representatives
from the human skin microbiome. Microbiome, 8(1), 1-12.
https://doi.org/10.1186/s40168-020-00831-y

Togo, A., Dufour, J.-C., Lagier, J.-C., Dubourg, G., Raoult, D., & Million, M.
(2019). Repertoire of human breast and milk microbiota: a systematic review.
Future Microbiology, 14, 623-641, https://doi.org/10.2217/fmb-2018-0317

Toscano, M., Grandi, R. De, Grossi, E., & Drago, L. (2017). Role of the human
breast milk-associated microbiota on the newborns’ immune system: A mini
review. Frontiers in Microbiology, 8(0CT), 1-5.
https://doi.org/10.3389/fmich.2017.02100

Elsen, L. W. J., Garssen, J., Burcelin, R., & Verhasselt, V. (2019). Shaping the gut
microbiota by breastfeeding: The gateway to allergy prevention? Frontiers in
Pediatrics, 7(FEB), 1-10. https://doi.org/10.3389/fped.2019.00047

Giessen, J., Binyamin, D., Belogolovski, A., Frishman, S., Tenenbaum-Gavish, K.,
Hadar, E., et al. (2019). Modulation of cytokine patterns and microbiome
during pregnancy in IBD. Gut, 473-486. https://doi.org/10.1136/gutjnl-2019-
318263

Vila, A., Collij, V., Sanna, S., Sinha, T., Imhann, F., Bourgonje, A. R., et al. (2020).
Impact of commonly used drugs on the composition and metabolic function of
the gut microbiota.  Nature Communications, 11(1), 1-11.
https://doi.org/10.1038/s41467-019-14177-2

Vuillermin, P. J., O’Hely,'M., Collier, F., Allen, K. J.; Tang, M. L. K., Harrison, L.
C., et al. (2020). Maternal carriage of Prevotella during pregnancy associates
with protection against food allergy in the offspring. Nature Communications,
11(1), 1-7. https://doi.org/10.1038/s41467-020-14552-1

Vuong, H. E., Pronovost, G. N., Williams, D. W., Coley, E. J. L., Siegler, E. L.,
Qiu, A., et al. (2020). The maternal microbiome modulates fetal
neurodevelopment in mice. Nature, 586(7828), 281-286.
https://doi.org/10.1038/s41586-020-2745-3

Walker, W. A., & lyengar, R. S. (2015). Breast milk, microbiota, and intestinal
immune homeostasis. Pediatric Research, 77(2), 220-228.
https://doi.org/10.1038/pr.2014.160

Wu, X. M., & Tan, R. X. (2019). Interaction Between Gut Microbiota and

87
Fakultas Kedokteran Universitas Andalas



Ethnomedicine Constituents. Natural Prod. Rep., 36(5), 788-809.
https://doi.org/10.1039/c8np00041g

Yan, W., Luo, B., Zhang, X., Ni, Y., & Tian, F. (2021). Association and Occurrence
of Bifidobacterial Phylotypes Between Breast Milk and Fecal Microbiomes in
Mother-Infant Dyads During the First 2 Years of Life. Frontiers in
Microbiology, 12, 669442. https://doi.org/10.3389/fmich.2021.669442

Yang, H., Guo, R, Li, S., Liang, F., Tian, C., Zhao, X., et al. (2020). Systematic
analysis of gut microbiota in pregnant women and its correlations with
individual heterogeneity. Npj Biofilms and Microbiomes, 6(1), 1-12.
https://doi.org/10.1038/s41522-020-00142-y

Yao, Y., Cai, X., Fei, W., Ye, Y., Zhao, M., & Zheng, C. (2022). The role of short-
chain fatty acids in immunity, inflammation and metabolism. Critical Reviews
in Food Science and Nutrition, 62(1), 1-12.
https://doi.org/10.1080/10408398:2020.1854675

Yao, Y., Cai, X.,, Ye, Y., Wang, F., Chen, F., & Zheng, C. (2021). The Role of
Microbiota in Infant Health: From Early Life to Adulthood. Frontiers in
Immunology, 12(October), 1-21. https://doi.org/10.3389/fimmu.2021.708472

Zhang, X., Mushajiang, S., Luo, B., Tian, F., Ni, Y., & Yan, W. (2020). The
Composition and Concordance of Lactobacillus Populations of Infant Gut and
the Corresponding Breast-Milk and Maternal Gut. Frontiers in Microbiology,
11(December). https://doi.org/10.3389/fmicb.2020.597911

Zmora, N., Zilberman-Schapira, G., Suez, J., Mor, U., Dori-Bachash, M.,
Bashiardes, S., et al. (2018). Personalized Gut Mucosal Colonization
Resistance to Empiric Probiotics Is Associated with Unique Host and
Microbiome Features. Cell, 174(6), 1388-1405.e21.
https://doi.org/10.1016/j.cell.2018.08.041

Zubcevic, J., Watkins, J., Lin, C., Bautista, B., Hatch, H. M., Tevosian, S. G., et al.
(2022). Nicotine Exposure during Rodent Pregnancy Alters the Composition
of Maternal Gut Microbiota and Abundance of Maternal and Amniotic Short
Chain Fatty Acids. Metabolites, 12(8).
https://doi.org/10.3390/metabo12080735

88
Fakultas Kedokteran Universitas Andalas



