
 

 

DAFTAR PUSTAKA 

Agustina, N. T., D. H. Tjong., dan D. I. Roesma. 2022. Variation of Protein Band 

Pattern on the Skin Secretions of Chalcorana chalconota (Schlegel, 1837) 

Complex. Pakistan Journal of Biological Sciences, 25: 822-826. 

Attardi, G. dan G. Schatz. 1988. Biogenesis of Mitochondria. Annual Review of Cell 

Biology, 4(1), 289–331. 

Baxevanis, A. D. dan B. F. Ouellette. 2004. Bioinformatics A Practical Guide to the 

Analysis of Genes and Proteins Second Edition. 1-457. 

Belle, E. M. S., G. Piganeau, M. Gardner, dan A. Eyre-Walker. 2005. An 

Investigation of the Variation in the Transition Bias among Various Animal 

Mitochondrial DNA. Gene, 355, 58–66. 

Bergstrom, D. E. 2001. Haplotype. Encyclopedia of Genetics, 911–912.  

Biju, S. D., S. Garg, S. Mahony, N. Wijayathilaka, G. Senevirathne, dan M. 

Meegaskumbura. 2014. DNA Barcoding, Phylogeny and Systematics of Golden-

Backed Frogs (Hylarana, Ranidae) of the Western Ghats-Sri Lanka Biodiversity 

Hotspot, with the Description of Seven New Species. Contributions to Zoology, 

83(4), 269–S4. 

Blouin, M. S. dan S. T. Brown. 2000. Effects of Temperature Induced Variation in 

Anuran Larval Growth Rate on Head Width and Leg Length at Metamorphosis. 

Oecologia1:25 (3):358-361. 

Burland, T. G. 2000. DNASTAR’s Lasergene Sequence Analysis Software. Methods 

MolBiol 132: 71-91. 

Busta, R.D., D. I. Roesma, dan D. H. Tjong. 2018. Application PCR-RFLP for 

Identification and Autentification Hylarana chalconota (Shlegel, 1837) 

Complex in West Sumatra Barat. IOSR Journal of Pharmacy and Biological 

Sciences (IOSR-JPBS). 13(4):1-4 

Dervan, A dan J. Shendure. 2017. The State of Whole-Genome Sequencing. 

Genomic and Precision Medicine. 45-62. 

Dring, J. C. M., C. J. McCarthy, dan A. J. Whitten. 1990. The terrestrial 

herpetofauna of the Mentawai Islands, Indonesia. Indo-Malayan Zoology. 6: 

119-132. 

Ewing, B., L. Hillier, M. C. Wendl, dan P. Green. 1998. Base-Calling of Automated 

Sequencer Traces UsingPhred. I. Accuracy Assessment. Genome Research, 

8(3), 175–185.  



 

 

Fachtiyah, E. R., S. Widyarti, dan S. Rahayu. 2011. Biologi Molekular. Jakarta: 

Erlangga. 

Flury, J. M., A. Haas, R. M. Brown, I. Das, Y. M. Pui, K. Boon-Hee, dan S. T. 

Hertwig. 2021. Unexpectedly High Levels of Lineage Diversity in Sundaland 

Puddle Frogs (Dicroglossidae: Occidozyga Kuhl and Van Hasselt, 1822. 

Molecular Phylogenetics and Evolution. 163. 107210.  

Fontanesi, F. 2015. Mitochondria: Structure and Role in Respiration. Encyclopedia 

of Life. 1-13.  

Fouquet, A., A. Gilles, M. Vences, C. Marty, M. Blanc, dan N. J. Gemmell. 2007. 

Underestimation of Species Richness in Neotropical Frogs Revealed by mtDNA 

Analyses. PLoS ONE, 2(10) e1109 

Frankham, R., J. D. Ballou, dan D. A. Briscoe. 2002. Introduction to Concervation 

Genetics. Cambridge University Press.Pp. 635-636. 

Franz, N. M., R. K. Peet, dan A. S. Weakley. 2006. On the Use of Taxonomic 

Concepts in Support of Biodiversity Research and Taxonomy. CRC Press, 

United States of America. 63-85. 

Friedman, J. R. dan J. Nunnari. 2014. Mitochondrial Form and Function. Nature. 

505(7483):335-343. 

Griffiths, A. J. F., J. H. Miller, R. C. Lewontin, dan W. M. Gelbart. 2000. An 

Introduction to Genetic Analysis, 7th Edition. W. H. Freeman. New York. 

Gupta, A., Bhardwaj, A., Supriya, Sharma, P., Pal, Y., Mamta, dan Kumar, S. 2015. 

Mitochondrial DNA a Tool for Phylogenetic and Biodiversity Search in Equines. 

Journal of Biodiversity and Endangered Species.(01) (s1).  

Hadi S. H., T. Ziegler, M. Waltert, dan J. K. Hodges. 2009. Tree Diversity and Forest 

Structure in Northern Siberut, Mentawai Islands, Indonesia. Tropical Ecology 

50(2): 315-327.  

Handayani, R. 2017. Variasi Genetik Hylarana rufipes (Anura:Ranidae) di Sumatra 

Barat Mengunakan Random Amplified Polymorphic DNA (RAPD). Tesis. 

Universitas Andalas.  

Hasan, M., M. M. Islam, M. M. R. Khan, T. Igawa, M. S. Alam, D. H. Tjong, dan M. 

Sumida. 2014. Genetic Divergences of South and South East Asian Frogs: A 

Case Study of Several Taxa Based on 16S Ribosomal RNA Gene Data with 

Notes on The Generic Name Fejervarya. Turkish. Journal of  Zoology. 38: 389-

411. 

Hillis, D. M. dan J. J. Wiens. 2000. Molecules versus morphology in systematics. In 

J. J. Wiens (ed.) Phylogenetic Analyses of Morphology Data. Smitshonian. 



 

 

Institution Press. Phyladelphia.  

Inger, F. dan H. K. Voris. 2001. Biogeographycal Relations of The Frog and Snake 

of Sundaland. Journal of Biogeography 28: 863-891. 

Inger, R. F. 1966. The Systematic and Zoogeography of The Amphibia of Borneo. 

Fieldiana. Zool 52: 1-506 

Inger, R. F., B. L. Stuart, D. T. Iskandar. 2009. Systematics of A Widespread 

Southeast Asian Frog, Rana chalconota (Amphibia: Anura: Ranidae). 

Zoological Journal of the Linnean Society. 155: 123–147.   

Karp, A., P. G. Isaac, dan D. S. Ingram. 1998. Molecular Tools for Screening 

Biodiversity. Pub. Chapman & Hall, London. 112-113. 

Kurniati, H. 2012. Cara Mudah Membedakan Morfologi Kodok Kelompok Hylarana 

chalconota Asal Sumatra. Fauna Indonesia. 11 (2): 1-5 

Kusrini, M. D. 2013. Panduan Bergambar Identifikasi Amfibi Jawa Barat. IPB. 

Bogor.  

Lodish, H., A. Berk, S. L. Zipursky, P. Matsudaira, D. Baltimore, dan J. Darnell. 

2000. Photosynthetic Stages and Light-Absorbing Pigments. Molecular Cell 

Biology. 4th Edition, W. H. Freeman, New York. 

Lohman, D. J., M. de-Bruyn, T. Page, K. von Rintelen, R. Hall, P. K. L. Ng, dan T. 

Von Rintelen. 2011. Biogeography of the Indo-Australian Archipelago. Annual 

Review of Ecology, Evolution, and Systematics. 42(1). 205–226.  

Malkmus, R., U. Manthey, G. Vogel, P. Hoffmann, dan J. Kosuch. 2002. 

Amphibians and Reptiles of Mount Kinabalu (North Borneo).  Ruggell: A.R.G. 

Gantner Verlag. 

McLeod, D. S. 2010. A new species of big-headed, fanged dicroglossine frog (Genus 

Limnonectes) from Thailand. Zootaxa. 1807: 26–46 

Moritz, C., D. M. Hillis, dan B. K. Mable. 1996. Applications of molecular 

systematics: The state of the field and a look to the future. In: Hillis, D.M., 

Moritz, C. and Mable, B.K. Eds., Molecular systematics, Sinauer Associates, 

Massachusetts, 515-543. 

Natus, I. R. 2005. Biodiversity and Endemic Centres of Indonesian Teresterial 

Vetebrates. PhD. Dissertation. Facbereich. VI. (Geographic/Geowissencchaften). 

Trier: Trier University: pp. 33-34 

Nesty, R., D. H. Tjong, dan H. Herwina. 2013. Morphometric variations of toad 

Duttaphrynus melanostictus (Schneider, 1799) (Anura: Bufonidae) in West 

Sumatra that separated by Barisan Mountain. J. Bio. UA. 22(1): 37-42 



 

 

Oliver, L. A., E. Prendini, F. Kraus, C. J. dan Raxworthy. 2015. Systematics and 

biogeography of the Hylarana frog (Anura: Ranidae) radiation across tropical 

Australasia, Southeast Asia, and Africa. Molecular Phylogenetics and Evolution. 

90, 176–192. 

Pearson, W. R. 2013. An Introduction to Sequence Similarity (“Homology”) 

Searching. Current Protocols in Bioinformatics, 42(1), 3.1.1–3.1.8.  

Pradana, T. G., A. Hamidy, A. Farajallah, E. N. Smith. 2017. Identifikasi Molekuler 

Mircohyla Tschudi, 1839 dari Sumatra berdasarkan gen 16S rRNA Mitokondria. 

Zoo Indonesia. 26(2): 70-90 

Pramuk, J. B., C. A. Hass, dan S. B. Hedges. 2001. Molecular Phylogeny and 

Biogeography of West Indian Toads (Anura: Bufonidae). Molecular 

Phylogenetics and Evolution, 20(2), 294–301. 

Prihatini, W., S. Saputri, S. Wierdati. 2017. Identifikasi Spesies Katak Hylarana sp. 

dari Pulau Bangka Menggunakan Penanda Gen 16S rRNA Mitokondria. 

Prosiding Seminar Nasional Biologi XXIV PBI Manado.  

Roux, K. H. 2009. Optimization and Troubleshooting in PCR. Cold Spring Harbour 

Laboratory Press. 4(4): 1-6 

Rozas, J., J. C. Sanchez Del Bario, Messeguer, dan X. R. Rozas 2003. DnaSP, DNA 

Polymorphism Analyses by the Coalescent and Other Methods. Bioinformatics. 

19:2496-2497. 

Schauble, C. 2004. Variation in the Body Size and Sexual Dimorphism across 

Geographical and Environmental Space in the Frogs Limnodynastes 

tasmaniensis and L. peronii. Biological Journal of the Linnean Society. 82: 39-

56 

Schuh, R. T. 2000. Biological Systematic: Principles and Aplications. Cornell 

University. Press. London. 

Stöck, M., A. Sicilia, N. M. Belfiore, D. Buckley, S. Lo Brutto, M. Lo Valvo, dan M. 

Arculeo. 2008. Post-Messinian evolutionary relationships across the Sicilian 

channel: Mitochondrial and nuclear markers link a new green toad from Sicily to 

African relatives. BMC Evolutionary Biology, 8(1), 56. 

Stuart, B. L., R. F. Inger, dan H. K. Voris. 2006. High level of cryptic species 

diversity revealed by sympatric lineages of Southeast Asian forest frogs. Biology 

Letters, 2(3), 470–474.  

Tamura, K., D. Peterson, G. Stecher, dan S. Kumar. 2013. MEGA6: Molecular 

Evolutionary Genetics Analysis Version 6.0. Molecular Biology and Evolution 

30(12): 2725–2729. 



 

 

Tjong, D. H., D. T. Iskandar, dan D. Gusman. 2011. Hubungan Filogenetik Spesies 

Limnonectes (Ranidae: Amphibia) Asal Sumatera Barat Dan Asal Asia 

Tenggara Berdasarkan Gen 16s Ribosomal RNA. MAKARA of Science Series, 

14(1).  

Tjong, D. H., M. Matsui, M. Kuramoto, D. M. Belabut, Y. H. Sen, M. Nishioka, dan 

M. Sumida. 2007. Morphological Divergence, Reproductive Isolating 

Mechanism, and Molecular Phylogenetic Relationships among Indonesia, 

Malaysia, and Japan Populations of the Fejervarya limnocharis Complex (Anura, 

Ranidae). Zoological Science, 24(12), 1197–1212 

Tjong, D. H., Syaifullah., S. Indra, A. Amelia. 2012. Kariotipe Rana chalconota 

Kompleks yang terdapat di Sumatra Barat. Biospecies. 5(2): 13-19. 

Turelli, M., N. H. Barton, dan J. A. Coyne. 2001. Theory and speciation. Trends in 

Ecology and Evolution, 16(7), 330–343. 

Vences, M., M. Thomas, A. Van der Meijden, Y. Chiari, dan D. R. Vieites. 

2005. Comparative Performance of the 16S rRNA mitochondria Gene in DNA 

Barcoding of Amphibians. Frontiers in Zoology, 2(1), 5.  

Voris, H. K. 2000. Maps of Pleistocene sea levels in Southeast Asia: shorelines, river 

systems and time durations. Journal of Biogeography 27: 1153-1167 

Wati, M., D. H. Tjong, dan Syaifullah.2013. Studi Fenetik Katak Rana nicobariensis 

Stoliczka, 1870 (Ranidae) di Pulau Siberut dan Daerah Dataran Rendah Sumatra 

Barat. Prosiding Semirata FMIPA Universitas Lampung. 

Wiens, J. J., J. Sukumaran, R. A. Pyron, dan R. M. Brown. 2009. Evolutionary and 

Biogeographic Origins of High Tropical Diversity in Old World Frogs 

(Ranidae). Evolution, 63(5), 1217–1231. 

Wilting, A., R. Sollmann, E. Meijaard, K. M. Helgen, dan J. Fickel. 2012. 

Mentawai’s endemic, relictual fauna: is it evidence for Pleistocene extinctions 

on Sumatra?. Journal of Biogeography, 39(9), 1608–1620.  

Yang, L., Z. Tan, D. Wang, L. Xue, M. Guan, T. Huang, dan R. Li. 2014. Species 

identification through mitochondrial rRNA genetic analysis. Scientific Reports, 

4(1). 

Yuliatmy, P., D. I. Roesma, dan D. H. Tjong. 2016. Genetic variation of Rana 

parvaccola (Inger, Stuart and Iskandar, 2009) based on DNA microsatellites in 

West Sumatra. J. Entomology and Zoology Studies. 4(4): 1068-1071. 
 


